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1 A ratlhod for .uciierating a polynucleotide sequence or population^ 
Sequences from parent smgle stranded polynucleotide sequences ene^ng 
one or more protein muiifs, coinpiising tlic steps of 

a) providing single stranded DNA constituting pluyi^id minus 
strands of parent polynucleotide sequences; 

b) digesting the single stranded polynuckolid^equeaces with a 
nuclease other than DNase I lo generaJj^opuUiio"^ of 
stranded fragments; 

c) contacting said &«sn^«nts genej/ed from the plus Strands with 
fragments generated fromA- minus strands and optionally, 
adding primer sequene/That anneal to the rand yends of at 
least one of the/parent polynucleohdes und^.r annealing 
conditions; 

d) amplifying d/fragments that anneal to each other to generate at 
Icnst on^ynueleotide sequence encoding one or more protem 
mows having altered characteristics as compared to the one or 

protein motifs encoded by said parent polynucleotides. 
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A method as claimed in C)aim_l wherein the nuclease other thon 
)Nase 1 is an cAuuuclease. 
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5. A method as claimed in qaji^t;^wlieieiii the c^^onuclcasc is DAL3 1 . 

4. A method as claimed in Claim 1 wherein a paieui 

polynucleotide sequence or sequences has been subjected to mutagenesis. 
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5. A uiclhod as claimed in aaim 1 wherein the population of fragments 
generated ia step b) aic subjected to mutagenesis. 

6. A method .s cluimed in Clam. 4 wherein the mutagenesis is 

error prone PCR. 
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